Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.009 Å; R factor = 0.068; wR factor = 0.186; data-to-parameter ratio = 14.0.
Related literature
For applications of related Schiff base compounds, see: Santos et al. (2001) ; Cohen et al. (1964) . For related structures, see: Aygü n et al. (1998) ; Karadayı et al. (2003 Karadayı et al. ( , 2005 Karadayı et al. ( , 2006 ; Faridbod et al. (2008) ; Raja et al. (2008) ; Li & Zhang (2004) ; Kö ysal et al. (2012) . For standard bond lengths, see: Allen et al. Table 1 Hydrogen-bond geometry (Å , ). Data collection: X-AREA (Stoe & Cie, 2002); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: WinGX (Farrugia, 2012).
Figure 1
An drawing of the title compound showing the atomic numbering scheme. Displacement ellipsoids of non-H atoms are shown at the 30% probability level.
Figure 2
A view of the hydrogen-bonding network in the title compound. Hydrogen bonds are indicated by dashed line. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-{[3-Chloro-4-(4-chlorophenoxy)phenyl]iminomethyl}-4-nitrophenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
